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<151> 2004-02-02 

<150> 60/581,314 

<151> 2004-06-18 

<150> 60/581,175 

<151> 2004-06-18 

<150> 60/580,885 

<151> 2004-06-18 



<150> 60/638,616 
<151> 2004-12-22 



<160> 46 



<170> Patentln version 3.3 

<210> 1 

<211> 217 

<212> PRT 

<213> Homo sapiens 



<400> 1 



Met Ala Thr Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu 
1 5 10 " 



Cvs Leu Pro Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr He Pro Leu 
Y 20 25 30 

Ser Arg Leu Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu His Gin 
35 40 45 



Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu Glu Ala Tyr He Pro Lys 
50 55 60 

Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe 
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65 70 75 80 

Ser Glu Ser He Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys 

85 90 95 

Ser Asn Leu Glu Leu Leu Arg He Ser Leu Leu Leu He Gin Ser Trp 

100 1° 5 110 

Leu Glu Pro Val Gin Phe Leu Arg Ser Val Phe Ala Asn Ser Leu Val 
115 120 125 

Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp Leu Leu Lys Asp Leu Glu 
130 135 "0 

Glu Gly He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg 
145 150 155 ISO 

Thr Gly Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser 

165 170 175 

His Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe 

180 185 19° 

Arg Lys Asp Met Asp Lys Val Glu Thr Phe Leu Arg He Val Gin Cys 
" * 195 200 205 



Arg Ser Val Glu Gly Ser Cys Gly Phe 
210 215 



<210> 2 

<211> 191 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 10 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 

20 25 30 

Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 
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Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr Pro Ser Asn Arg 
50 55 60 

Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He Ser Leu 
65 70 75 80 

Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 

85 90 95 

Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 

100 105 HO 

Leu Leu Lys Asp Leu Glu Glu Gly He Gin Thr Leu Met Gly Arg Leu 
115 120 125 

Glu Asp Gly Ser Pro Arg Thr Gly Gin He Phe Lys Gin Thr Tyr Ser 
130 135 140 

Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 

Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 

165 170 175 

Leu Arg He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 

180 185 190 



<210> 3 

<211> 176 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
1 5 1° 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Asn 

20 25 30 

Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr Pro Ser Asn 
35 40 45 

Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He Ser 
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50 



55 60 



Leu Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser 
65 70 75 80 

Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr 

85 90 95 

Asp Leu Leu Lys Asp Leu Glu Glu Gly He Gin Thr Leu Met Gly Arg 

100 105 HO 

Leu Glu Asp Gly Ser Pro Arg Thr Gly Gin He Phe Lys Gin Thr Tyr 
115 120 125 

Ser Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn 
130 135 140 

Tyr Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr 
145 150 155 160 

Phe Leu Arg He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 

165 170 175 



<210> 4 
<211> 77 
<212> DNA 

<213> Methanococcus jannaschii 

<400> 4 asa 
ccggcggtag ttcagcaggg cagaacggcg gactctaaat ccgcatggcg ctggttcaaa 

tccggcccgc cggacca 



<210> 5 
<211> 88 
<212> DNA 

<213> Halobacterium sp . NRC-1 

<400> 5 . 
cccagggtag ccaagctcgg ccaacggcga cggactctaa atccgttctc gtaggagtcc 

gagggttcga atcccttccc tgggacca 



<210> 6 

<211> 89 

<212> DNA 

<213> Halobacterium sp. NRC-1 



60 
77 



60 
88 
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<400> 6 

gcgagggtag ccaagctcgg ccaacggcga cggacttcct aatccgttct cgtaggagtt 
cgagggttcg aatccctccc ctcgcacca 



<210> 7 
<211> 306 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 7 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
15 10 15 

Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Gly 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 

Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 

Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Thr Phe Gin Leu Asp Lys 

100 105 H° 

Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 

Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Thr Tyr Tyr 

150 155 160 



145 



60 
89 



Tyr Leu Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 
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His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys lie His 

180 185 190 

Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 . 220 

Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 

He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 

Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 

Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 

Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 8 
<211> 306 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 8 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
i5 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Gly 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
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50 



55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 

Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Ser Phe Gin Leu Asp Lys 

100 105 HO 

Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 

Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Thr Ser His 
145 150 155 160 

Tyr Leu Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 

His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 

Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 

Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 

He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 

Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 

Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 
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Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 9 

<211> 305 

<212> PRT 

<213> Methanococcus jannaschii 

<400> 9 

Met Asp Glu Phe Glu Met lie Lys Arg Asn Thr Ser Glu He He Ser 
! 5 10 15 

Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Ala 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He lie He 
50 55 60 

Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75- 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 

Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Pro Phe Gin Leu Asp Lys 

100 105 HO 

Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 

Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Ala He Tyr 
145 150 155 160 
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Leu Ala val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys lie His 

165 170 175 

Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys lie His Asn 

180 185 190 

* 

Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser Lys 
195 200 205 

Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala Lys 
210 215 220 

He Lvs Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro He 
225 230 235 240 

Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys Arg 

245 250 255 

Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu Leu 

260 265 270 

Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys Asn 
275 280 285 

Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys Arg 
290 295 300 



Leu 
305 



<210> 10 
<211> 305 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 10 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 

5 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Ala 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 
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lie Lys Lys Met lie Asp Leu Gin Asn Ala Gly Phe Asp lie He He 
50 55 60 

Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 

Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Pro Phe Gin Leu Asp Lys 

100 105 HO 

Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 

Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn He Pro Tyr 
lis 150 155 160 

Leu Pro Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He His 

165 170 175 

Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His Asn 

180 185 190 

Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser Lys 
195 200 205 

Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala Lys 
210 215 220 

He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro He 
225 230 235 240 

Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys Arg 

245 250 255 

Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu Leu 

260 265 270 
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Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys Asn 
275 280 285 

Ala val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys Arg 
290 295 300 



Leu 
305 



<210> 11 
<211> 305 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 11 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
n 1 c 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Ala 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 

Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 

Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Lys Phe Gin Leu Asp Lys 

100 105 11° 

Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 

Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Ala He Tyr 
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145 150 155 160 

Leu Ala Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys lie His 

165 170 175 

Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His Asn 

180 185 190 

Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser Lys 
195 200 205 

Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala Lys 
210 215 220 

He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro He 
225 230 235 240 

Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys Arg 

245 250 255 

Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu Leu 

260 265 270 



Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys Asn 
275 280 285 

Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys Arg 
290 295 300 



Leu 
305 



<210> 12 

<211> 306 

<212> PRT 

<213> Methanococcus jannaschii 

<400> 12 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
1 5 10 15 

Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Thr 

20 25 30 
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He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 " 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Asn Phe Gin Leu Asp Lys 

100 105 HO 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 



Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Pro Leu His 
145 150 155 160 

Tyr Gin Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 

His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 150 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 

He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 
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Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 13 

<211> 306 

<212> PRT 

<213> Methanococcus jannaschii 

<400> 13 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
! 5 10 15 

Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Thr 

20 25 30 



He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Ser Phe Gin Leu Asp Lys 

100 "* 105 HO 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
13 0 13 5 14 0 
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Lys val Ala Glu Val He Tyr Pro He Met Gin Val Asn Pro Leu His 
145 150 155 160 

Tyr Gin Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 

His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 

Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 

He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 " 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 14 
<211> 306 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 14 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
15 10 15 
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Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Leu 

20 25 30 

He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 4 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Thr Phe Gin Leu Asp Lys 

100 ~ 105 HO 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 

130 135 140 

LyB Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Pro Val His 

145 150 155 160 

Tyr Gin Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 

He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 
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245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu lie Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 15 
<211> 306 
<212> PRT 

<213> Methanococcus j annas chii 
<400> 15 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
15 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Thr 

20 25 30 



He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Ser Phe Gin Leu Asp Lys 

100 105 HO 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 12 0 125 
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Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Pro Ser His 

145 150 155 160 



Tyr Gin Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 



Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 ~ 4 230 235 240 



He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 ^ 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 16 
<211> 306 
<212> PRT 

<213> Methanococcus j annas chii 
<400> 16 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
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10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Leu 

20 25 30 

lie Gly Phe Glu Pro Ser Gly Lys lie His Leu Gly His Tyr Leu Gin 
35 40 45 

He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 

Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 

Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Glu Phe Gin Leu Asp Lys 

100 105 HO 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 

Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Gly Cys His 
145 150 155 160 

Tyr Arg Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 

His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 

Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 

Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 

Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 
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He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 17 
<211> 306 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 17 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 
15 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Leu 

20 25 30 



He Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 



He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He lie 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 



Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Glu Phe Gin Leu Asp Lys 

100 105 HO 
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Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu lie Ala Arg Glu Asp Glu Asn Pro 
130 13 5 14 0 



Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Gly Thr His 
145 150 155 160 



Tyr Arg Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 130 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 



Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 



He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 18 

<211> 306 

<212> PRT 

<213> Methanococcus jannaschii 
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<400> 18 

Met Asp Glu Phe Glu Met lie Lys Arg Asn Thr Ser Glu lie lie Ser 
15 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Ala 

20 25 30 



lie Gly Phe Glu Pro Ser Gly Lys He His Leu Gly His Tyr Leu Gin 
35 40 45 



He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 



Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 9 0 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Glu Phe Gin Leu Asp Lys 

100 105 110 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 135 140 



Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Gly Gly His 
145 150 155 160 



Tyr Leu Gly Val Asp Val He Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 ~ 200 205 



Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220' 
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Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 230 235 240 



He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 19 
<211> 306 
<212> PRT 

<213> Methanococcus jannaschii 
<400> 19 

Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He lie Ser 
15 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Ala 

20 25 30 



He Gly Phe Glu Pro Ser Gly Lys lie His Leu Gly His Tyr Leu Gin 
35 40 45 



He Lys Lys Met He Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 80 



Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Arg Phe Gin Leu Asp Lys 
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100 105 110 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu lie Ala Arg Glu Asp Glu Asn Pro 
130 135 140 



Lys Val Ala Glu Val lie Tyr Pro lie Met Gin Val Asn Val lie His 
145 150 155 160 



Tyr Asp Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys lie 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys lie His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 



Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 ' 230 235 240 



He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 20 
<211> 306 
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<212> PRT 

<213> Methanococcus jannaschii 
<400> 20 

Met Asp Glu Phe Glu Met lie Lys Arg Asn Thr Ser Glu lie lie Ser 
15 10 15 



Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Gly 

2 0 25 3 0 



lie Gly Phe Glu Pro Ser Gly Lys lie His Leu Gly His Tyr Leu Gin 
35 40 45 



lie Lys Lys Met lie Asp Leu Gin Asn Ala Gly Phe Asp He He He 
50 55 60 



Leu Leu Ala Asp Leu His Ala Tyr Leu Asn Gin Lys Gly Glu Leu Asp 
65 70 75 8 0 



Glu He Arg Lys He Gly Asp Tyr Asn Lys Lys Val Phe Glu Ala Met 

85 90 95 



Gly Leu Lys Ala Lys Tyr Val Tyr Gly Ser Thr Phe Gin Leu Asp Lys 

100 105 110 



Asp Tyr Thr Leu Asn Val Tyr Arg Leu Ala Leu Lys Thr Thr Leu Lys 
115 120 125 



Arg Ala Arg Arg Ser Met Glu Leu He Ala Arg Glu Asp Glu Asn Pro 
130 " 135 140 



Lys Val Ala Glu Val He Tyr Pro He Met Gin Val Asn Thr Tyr Tyr 
145 150 155 160 



Tyr Leu Gly Val Asp Val Ala Val Gly Gly Met Glu Gin Arg Lys He 

165 170 175 



His Met Leu Ala Arg Glu Leu Leu Pro Lys Lys Val Val Cys He His 

180 185 190 



Asn Pro Val Leu Thr Gly Leu Asp Gly Glu Gly Lys Met Ser Ser Ser 
195 200 205 
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Lys Gly Asn Phe He Ala Val Asp Asp Ser Pro Glu Glu He Arg Ala 
210 215 220 



Lys He Lys Lys Ala Tyr Cys Pro Ala Gly Val Val Glu Gly Asn Pro 
225 * 230 235 240 



He Met Glu He Ala Lys Tyr Phe Leu Glu Tyr Pro Leu Thr He Lys 

245 250 255 



Arg Pro Glu Lys Phe Gly Gly Asp Leu Thr Val Asn Ser Tyr Glu Glu 

260 265 270 



Leu Glu Ser Leu Phe Lys Asn Lys Glu Leu His Pro Met Asp Leu Lys 
275 280 285 



Asn Ala Val Ala Glu Glu Leu He Lys He Leu Glu Pro He Arg Lys 
290 295 300 



Arg Leu 
305 



<210> 21 

<211> 654 

<212> DNA 

<213> Homo sapiens 












<400> 21 
atggctacag 


gctcccggac 


gtccctgctc 


ctggcttttg 


gcctgctctg 


cctgccctgg 


60 


cttcaagagg 


gcagtgcctt 


cccaaccatt 


cccttatcca 


ggctttttga 


caacgctatg 


120 


ctccgcgccc 


atcgtctgca 


ccagctggcc 


tttgacacct 


accaggagtt 


tgaagaagcc 


180 


tatatcccaa 


aggaacagaa 


gtattcattc 


ctgcagaacc 


cccagacctc 


cctctgtttc 


240 


tcagagtcta 


ttccgacacc 


ctccaacagg 


gaggaaacac 


aacagaaatc 


caacctagag 


300 


ctgctccgca 


tctccctgct 


gctcatccag 


tcgtggctgg 


agcccgtgca 


gttcctcagg 


360 


agtgtcttcg 


ccaacagcct 


ggtgtacggc 


gcctctgaca 


gcaacgtct a 


tgacctccta 


420 


aaggacctag 


aggaaggcat 


ccaaacgctg 


atggggaggc 


tggaagatgg 


cagcccccgg 


480 


actgggcaga 


tcttcaagca 


gacctacagc 


aagttcgaca 


caaactcaca 


caacgatgac 


540 


gcactactca 


agaactacgg 


gctgctctac 


tgcttcagga 


aggacatgga 


caaggtcgag 


600 


acattcctgc 


gcatcgtgca 


gtgccgctct 


gtggagggca 


gctgtggctt 


ctag 


654 
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<210> 22 

<211> 576 

<212> DNA 

<213> Homo sapiens 

<400> 22 



ttcccaacca 


ttcccttatc 


caggcttttt 


gacaacgcta 


tgctccgcgc 


ccatcgtctg 


60 


caccagctgg 


cctttgacac 


ctaccaggag 


tttgaagaag 


cctatatccc 


aaaggaacag 


120 


aagtattcat 


tcctgcagaa 


cccccagacc 


tccctctgtt 


tctcagagtc 


tattccgaca 


180 


ccctccaaca 


gggaggaaac 


acaacagaaa 


tccaacctag 


agctgctccg 


catctccctg 


240 


ctgctcatcc 


agtcgtggct 


ggagcccgtg 


cagttcctca 


ggagtgtctt 


cgccaacagc 


300 


ctggtgtacg 


gcgcctctga 


cagcaacgtc 


tatgacctcc 


taaaggacct 


agaggaaggc 


360 


atccaaacgc 


tgatggggag 


gctggaagat 


ggcagccccc 


ggactgggca 


gatcttcaag 


420 


cagacctaca 


gcaagttcga 


cacaaactca 


cacaacgatg 


acgcactact 


caagaactac 


480 


gggctgctct 


actgcttcag 


gaaggacatg 


gacaaggtcg 


agacattcct 


gcgcatcgtg 


540 


cagtgccgct 


ctgtggaggg 


cagctgtggc 


ttctag 






576 



<210> 23 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu Val Leu Ser Cys 
15 10 15 



Lys Ser Ser Cys Ser Val Gly Cys Asp Leu Pro Gin Thr His Ser Leu 

20 25 30 



Gly Ser Arg Arg Thr Leu Met Leu Leu Ala Gin Met Arg Arg lie Ser 
35 40 45 



Leu Phe Ser Cys Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin Glu 
50 55 60 



Glu Phe Gly Asn Gin Phe Gin Lys Ala Glu Thr lie Pro Val Leu His 
65 70 75 80 



Glu Met lie Gin Gin lie Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser 

85 90 95 
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Ala Ala Trp Asp Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr 

100 105 110 



Gin Gin Leu Asn Asp Leu Glu Ala Cys Val lie Gin Gly Val Gly Val 
115 " 120 125 



Thr Glu Thr Pro Leu Met Lys Glu Asp Ser lie Leu Ala Val Arg Lys 
130 135 140 



Tyr Phe Gin Arg lie Thr Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro 
145 150 155 160 



Cys Ala Trp Glu Val Val Arg Ala Glu lie Met Arg Ser Phe Ser Leu 

165 170 175 



Ser Thr Asn Leu Gin Glu Ser Leu Arg Ser Lys Glu 

180 185 



<210> 24 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Cys Asp Leu Pro Gin Thr' His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 



Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys Asp 

20 25 30 



Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 



Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 6 0 



Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 



Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 

85 90 95 



Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
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100 105 110 



Glu Asp Ser lie Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 



Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 



Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 



Leu Arg Ser Lys Glu 

165 



<210> 25 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Asn Arg Arg Ala Leu He 
15 10 15 



Leu Leu Ala Gin Met Arg Arg He Ser Pro Phe Ser Cys Leu Lys Asp 

20 25 30 



Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Asp Gly Asn Gin Phe 
35 40 45 



Gin Lys Ala Gin Ala He Ser Val Leu His Glu Met He Gin Gin Thr 
50 55 60 



Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Ser 
65 70 75 80 



Leu Leu Glu Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 

85 90 95 



Glu Ala Cys Val He Gin Glu Val Gly Val Glu Glu Thr Pro Leu Met 

100 105 110 



Asn Val Asp Ser He Leu Ala Val Lys Lys Tyr Phe Gin Arg He Thr 
115 120 125 
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Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
130 135 140 



Arg Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu 
145 150 155 160 



Arg Leu Arg Arg Lys Glu 

165 



<210> 26 

<211> 567 

<212> DNA 

<213> Homo sapiens 

<400> 26 

atggccttga cctttgcttt actggtggcc ctcctggtgc tcagctgcaa gtcaagctgc 60 

tctgtgggct gtgatctgcc tcaaacccac agcctgggta gcaggaggac cttgatgctc 120 

ctggcacaga tgaggagaat ctctcttttc tcctgcttga aggacagaca tgactttgga 180 

tttccccagg aggagtttgg caaccagttc caaaaggctg aaaccatccc tgtcctccat 240 

gagatgatcc agcagatctt caatctcttc agcacaaagg actcatctgc tgcttgggat 3 00 

gagaccctcc tagacaaatt ctacactgaa ctctaccagc agctgaatga cctggaagcc 360 

tgtgtgatac agggggtggg ggtgacagag actcccctga tgaaggagga ctccattctg 42 0 

gctgtgagga aatacttcca aagaatcact ctctatctga aagagaagaa atacagccct 480 

tgtgcctggg aggttgtcag agcagaaatc atgagatctt tttctttgtc aacaaacttg 540 

caagaaagtt taagaagtaa ggaatga 567 

<210> 27 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<400> 27 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 3 00 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 3 60 
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aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 
gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 
ttaagaagta aggaatga 



<210> 28 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 

Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 

20 25 30 



Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Val Ser Glu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
65 70 75 80 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 

85 90 95 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 

100 105 HO 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
115 120 125 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
130 135 140 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
145 150 155 160 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 

165 170 I 75 



420 
480 
498 
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Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 

180 185 190 

Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 205 



<210> 29 

<211> 175 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
i * 10 15 



Lys Cys Leu Glu Gin Val Arg Lys He Gin Gly Asp Gly Ala Ala Leu 

20 25 30 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
35 40 45 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
50 55 60 

Cvs Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
65 70 75 80 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 

85 90 95 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 

100 105 HO 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
115 120 125 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
130 135 140 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
145 150 155 160 
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Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 

165 170 175 



<210> 30 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 

Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 

20 25 30 

Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys He Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu 
65 70 75 80 

Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser 

85 90 95 

Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu 

100 , 105 HO 

Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He Ser Pro Glu 
115 120 125 

Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala 
130 • 135 140 

Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu 
145 150 155 160 

Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg 

165 170 175 

Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu 

180 185 190 



33 



WO 2005/074650 



PCT/US2005/003537 



Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 



<210> 31 
<211> 624 
<212> DNA 

<213> Homo sapiens 

<400> 31 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 120 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 

ctccaggaga agctggtgag tgagtgtgcc acctacaagc tgtgccaccc cgaggagctg 240 

gtgctgctcg gacactctct gggcatcccc tgggctcccc tgagcagctg ccccagccag 300 

gccctgcagc tggcaggctg cttgagccaa ctccatagcg gccttttcct ctaccagggg 3 60 

ctcctgcagg ccctggaagg gatctccccc gagttgggtc ccaccttgga cacactgcag 420 

ctggacgtcg ccgactttgc caccaccatc tggcagcaga tggaagaact gggaatggcc 480 

cctgccctgc agcccaccca gggtgccatg ccggccttcg cctctgcttt ccagcgccgg 540 

gcaggagggg tcctggttgc ctcccatctg cagagcttcc tggaggtgtc gtaccgcgtt 600 
ctacgccacc ttgcccagcc ctga 

<210> 32 

<211> 522 

<212> DNA 

<213> Homo sapiens 



624 



60 



<400> 32 

actccactgg gtccagcaag ctctctgccg cagtctttcc tgctgaagtc tctcgaacag 

gtacgtaaaa ttcaaggcag cggtgcggct ctgcaggaaa agctgtgcgc aacctacaaa 120 

ctgtgccacc ctgaggaact ggtgctgctc ggtcactctc tggggatccc gtgggctcca 180 

ctgagctctt gcccgtccca agctttacaa ctggcaggct gcttgagcca gctgcactcc 240 

ggtctgttcc tgtaccaggg tctgctgcag gctctagaag gcatctctcc tgaattgggg 300 

cccaccctgg acacactgca gctggacgtt gccgacttcg ctactaccat atggcaacag 3 60 

atggaggaac tgggtatggc tccggcactg cagccgactc agggtgcgat gccagcattc 420 

gcctctgctt tccagcggcg cgcaggcggt gttctggttg cctcccatct tcagagcttc 480 
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ctcgaggtgt cttaccgcgt tctgcgtcac ctggcccagc eg 



522 



<210> 33 

<211> 615 

<212> DNA 

<213> Homo sapiens 

<400> 33 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt geaggaagee acccccctgg gccctgccag ctccctgccc 120 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tecagggega tggcgcagcg 180 

ctccaggaga agctgtgtgc cacctacaag ctgtgccacc ccgaggagct ggtgctgctc 24 0 

ggacactctc tgggcatccc ctgggctccc ctgagcagct gccccagcca ggccctgcag 300 

ctggcaggct gettgageca actccatagc ggccttttcc tctaccaggg gctcctgcag 360 

gccctggaag ggatctcccc cgagttgggt cccaccttgg acacactgca gctggacgtc 420 

gecgactttg ccaccaccat ctggcagcag atggaagaac tgggaatggc ccctgccctg 480 
cagcccaccc agggtgecat gccggccttc gcctctgctt tccagcgccg ggcaggaggg 

gtcctggttg cctcccatct gcagagcttc ctggaggtgt cgtaccgcgt tctacgccac 600 

615 

cttgcccagc cctga 

<210> 34 

<211> 522 

<212> DNA 

<213> Homo sapiens 



540 



<400> 34 

acgcctctgg gtccggcgtc 


ttcgctgcca 


caategttet 


tgetcaaate 


actggaacag 


60 


gtccgcaaaa 


tccaggggag 


cggcgcggcc 


cttcaggaaa 


aactgtgtgc 


cacatataaa 


120 


ctttgtcacc 


eggaagaget 


cgttttactg ggacatagtc 


tgggtattcc 


ttgggcaccg 


180 


ttaagctcat 


gtccttctca 


agegctgeag 


ctggccggtt 


gtctgageca 


actgeacagt 


240 


ggcctgtttc 


tatatcaagg 


cctcctacag 


gcgttggaag 


ggatttcgee 


ggagcttggt 


300 


ccgactctgg 


ataccttaca 


attagatgtc 


gcggattttg 


cgaccactat 


ttggcaacaa 


360 


atggaggaac 


tgggcatggc 


accggctctg 


caacccacac 


aaggtgccat 


gccagccttc 


420 


gcgagcgcct 


tccagcgccg 


tgeaggegge 


gttttggttg 


cgtctcatct 


gcagtccttt 


480 


cttgaggtca 


getatcgegt 


tetgeggcat 


ctggcccagc 


ca 




522 



35 



WO 2005/074650 



PCTAJS2005/003537 



<210> 35 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 

n c 10 15 



Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 

20 25 . 30 

Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys He Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Val Ser Glu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
65 70 75 80 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 

85 90 95 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 

100 105 HO 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
115 120 125 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
130 135 140 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
145 150 155 160 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 

165 170 175 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 

180 185 19° 

Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 205 
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<210> 36 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 

Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 

20 25 30 

Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys He Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Val Ser Glu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
65 70 75 80 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 

85 90 95 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 

100 105 HO 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
115 120 125 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
130 135 140 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
14 5 150 155 160 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 

165 170 l* 75 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 

180 185 190 
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Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 205 



<210> 37 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 

20 25 30 

He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn He Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn He Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 

85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 

!00 105 HO 

' Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
130 135 140 



Ala He Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 



150 155 160 



Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 

165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
^ 18 0 " 185 190 
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Arg 



<210> 38 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Ala Pro Pro Arg Leu He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu 
X 5 10 15 

Leu Glu Ala Lys Glu Ala Glu Asn He Thr Thr Gly Cys Ala Glu His 

20 25 30 

Cys Ser Leu Asn Glu Asn He Thr Val Pro Asp Thr Lys Val Asn Phe 
35 40 45 

Tyr Ala Trp Lys Arg Met Glu Val Gly Gin Gin Ala Val Glu Val Trp 
50 55 60 

Gin Gly Leu Ala Leu Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu 
65 70 75 80 

Leu Val Asn Ser Ser Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp 

85 90 95 

Lys Ala Val Ser Gly Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu 

100 105 HO 

Gly Ala Gin Lys Glu Ala He Ser Pro Pro Asp Ala Ala Ser Ala Ala 
115 120 125 

Pro Leu Arg Thr He Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val 
130 135 140 

Tyr Ser Asn Phe Leu Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala 
145 150 155 160 



Cys Arg Thr Gly Asp Arg 

165 
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<210> 39 

<211> 166 

<212> PRT 

<213 > Homo sapiens 

<400> 39 

Ala Pro Pro Arg Leu He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu 
15 10 15 

Leu Glu Ala Lys Glu Ala Glu Asn He Thr Thr Gly Cys Ala Glu His 

20 25 30 



Cys Ser Leu Asn Glu Asn He Thr Val Pro Asp Thr Lys Val Asn Phe 
35 40 45 



Tyr Ala Trp Lys Arg Met Glu Val Gly Gin Gin Ala Val Glu Val Trp 
50 55 60 



Gin Gly Leu Ala Leu Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu 
65 * 70 75 80 



Leu Val Asn Ser Ser Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp 

85 90 95 



Lys Ala Val Ser Gly Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu 

100 105 HO 



Arg Ala Gin Lys Glu Ala He Ser Pro Pro Asp Ala Ala Ser Ala Ala 
115 120 125 



Pro Leu Arg Thr He Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val 
130 135 140 



Tyr Ser Asn Phe Leu Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala 
145 150 155 160 



Cys Arg Thr Gly Asp Arg 

165 



<210> 40 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<400> 40 
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atgggggtgc acgaatgtcc tgcctggctg tggcttctcc tgtccctgct gtcgctccct 60 

ctgggcctcc cagtcctggg cgccccacca cgcctcatct gtgacagccg agtcctggag 120 

aggtacctct tggaggccaa ggaggccgag aatatcacga cgggctgtgc tgaacactgc 180 

agcttgaatg agaatatcac tgtcccagac accaaagtta atttctatgc ctggaagagg 240 

atggaggtcg ggcagcaggc cgtagaagtc tggcagggcc tggccctgct gtcggaagct 3 00 

gtcctgcggg gccaggccct gttggtcaac tcttcccagc cgtgggagcc cctgcagctg 360 

catgtggata aagccgtcag tggccttcgc agcctcacca ctctgcttcg ggctctgcga 420 

gcccagaagg aagccatctc ccctccagat gcggcctcag ctgctccact ccgaacaatc 480 

actgctgaca ctttccgcaa actcttccga gtctactcca atttcctccg gggaaagctg 540 

aagctgtaca caggggaggc ctgcaggaca ggggacagat ga 582 

<210> 41 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<400> 41 

gccccaccac gcctcatctg tgacagccga gtcctggaga ggtacctctt ggaggccaag 60 

gaggccgaga atatcacgac gggctgtgct gaacactgca gcttgaatga gaatatcact 12 0 

gtcccagaca ccaaagttaa tttctatgcc tggaagagga tggaggtcgg gcagcaggcc 18 0 

gtagaagtct ggcagggcct ggccctgctg tcggaagctg tcctgcgggg ccaggccctg 240 

ttggtcaact cttcccagcc gtgggagccc ctgcagctgc atgtggataa agccgtcagt 300 

ggccttcgca gcctcaccac tctgcttcgg gctctgcgag cccagaagga agccatctcc 36 0 

cctccagatg cggcctcagc tgctccactc cgaacaatca ctgctgacac tttccgcaaa 420 

ctcttccgag tctactccaa tttcctccgg ggaaagctga agctgtacac aggggaggcc 480 

tgcaggacag gggacagatg a 501 

<210> 42 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<400> 42 

gccccaccac gcctcatctg tgacagccga gtcctggaga ggtacctctt ggaggccaag 60 

gaggccgaga atatcacgac gggctgtgct gaacactgca gcttgaatga gaatatcact 120 

gtcccagaca ccaaagttaa tttctatgcc tggaagagga tggaggtcgg gcagcaggcc 180 
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gtagaagtct 


ggcagggcct 


ggccctgctg 


tcggaagctg 


tcctgcgggg 


ccaggccctg 


240 


ttggtcaact 


cttcccagcc 


gtgggagccc 


ctgcagctgc 


atgtggataa 


agccgtcagt 


300 


ggccttcgca 


gcctcaccac 


tctgcttcgg 


gctctgggag 


cccagaagga 


agccatctcc 


360 


cctccagatg 


cggcctcagc 


tgctccactc 


cgaacaatca 


ctgctgacac 


tttccgcaaa 


420 


ctcttccgag 


tctactccaa 


tttcctccgg 


ggaaagctga 


agctgtacac 


aggggaggcc 


480 


tgcaggacag 


gggacagatg 


a 








501 



<210> 43 

<211> 503 

<212> DNA 

<213> Homo sapiens 

<400> 43 



atgctccacc 


aagattaatc 


tgtgacagcc 


gagtcctgga 


gaggtacctc 


ttggaggcca 


60 


aggaggccga 


gaatatcacg 


acgggctgtg 


ctgaacactg 


cagcttgaat 


gagaatatca 


120 


ctgtcccaga 


caccaaagtt 


aatttctatg 


cctggaagag 


gatggaggtc 


gggcagcagg 


180 


ccgtagaagt 


ctggcagggc 


ctggccctgc 


tgtcggaagc 


tgtcctgcgg 


ggccaggccc 


240 


tgttggtcaa 


ctcttcccag 


ccgtgggagc 


ccctgcagct 


gcatgtggat 


aaagccgtca 


300 


gtggccttcg 


cagcctcacc 


actctgcttc 


gggctctgcg 


agcccagaag 


gaagccatct 


360 


cccctccaga 


tgcggcctca 


gctgctccac 


tccgaacaat 


cactgctgac 


actttccgca 


420 


aactcttccg 


agtctactcc 


aatttcctcc 


ggggaaagct 


gaagctgtac 


acaggggagg 


480 


cctgcaggac 


aggggacaga 


tga 








503 



<210> 44 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 44 

cagttacata tgggagttca cgaatgtcct gcctgg 36 

<210> 45 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 45 

cagttacata tgctccacca agattaatct gtg 33 
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210> 46 

211> 34 

212> DNA 

213 > Homo sapiens 

400> 46 

tgcaactcg agtcatctgt cccctgtcct gcag 34 
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